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Research Is changing

® Researcher nirvana: all scientific data from
formal published literature, theses and
dissertations, datasets and grey literature all
digitized, cross-linked and full-text searchable
creating new opportunities for discovery In
research across disciplines and content types
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Or, to put it more eloquently...

The opportunities are truly stunning. They point towards entirely new ways
to think about the scholarly literature (and the underlying evidence that
supports scholarship) as an active, computationally enabled
representation of knowledge that lives, grows and interacts with its
contributors rather than as a passive archive or record. They
suggest ways in which information technology can accelerate the
rate of scientific discovery and the growth of scholarship...

- Clifford Lynch 2006
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Scholarly Publishing Trends

® Everything is online — if it's not online, it
doesn’t exist

® Everything is interlinked — if it's not linked it
doesn’t exist

® Journals are becoming more like databases

— Articles are standard, structured entries
— List chemical entities, genetic seqguences

® Databases are becoming more like journals
— Different levels of review, citations

® Interlinking Is essential
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CrossRef’s Role

® Non-profit association of publishers that:

— Assigns unique IDs — DOl numbers —to
content to journal articles, book chapters,
conference proceedings, standards and
databases

— Collects metadata in a central database

— Enables reference linking among
thousands of journals and publishers

— Disseminates metadata to many different
organizations
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Why DOIs?

® Persistent IDs
— http://dx.doi.org/ resolves all DOIs

— DOI has associated URL and URL can be easily
updated

— Other IDs can be use as DOI — LSID, InCHI
® Scalable infrastruce — very flexible

® Social Infrastructure

— Agreements in place, patent policy, obligations to
support persistence
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CrossRef keys to success

® Collaboration: 400 publishers, 14,000
journals, 23 million content items —
critical mass

® Standards: use of DOl numbers, XML,
OpenURL, OAI-PMH

® |evel playing field for publishers: small
and large, commercial and non-profit,
open access and traditional and
everything in between

éros¥e!
<enabled>



OXFORD JOURMALS CONTACT US MY BASKET MY ACCOUNT

36, Eruger, DH Kupper, D, Meizel, &, Eeuter, M., Schroeder, . (1953 The sig:nj.ﬁanu:e of distance and
onentation of restriction endonuclease recogmtion sites mn wiral DINA genomes FEMS Micrabiol, Rev., 17,
177-184[ CrossRef[TST M e dline] .

57. Zaha, 2. and Eao, DI (1997 Mutations in the Fes subunit of the EcoPT restriction enzyme that affect
R ATP-dependent reactions J. Mal Bial, 269, 342-5354[CrossRef|[TET][Medline] .

AAAS SUBSCRIBE FEEDBACK SEARCH: | Science Magazine = |

Sc-ilerl-{:e Guest Alertz | =

L\FYYXY Magazine News STKE SAGE KE Careers Collections | Site Help For: GO »

* Current s : I LI Siclence Ex 3 Solenee Products * oy o] * Aot the Journal

Home = Scliepce Magazine = 17 January 1997 = Ali et al., pp. 377 - 380

m Selence 17 January 1997 4 Prev | Table of Contents | Hext »
Yol 275, no. 5298, pp. 377 - 380
* Abstract D2 10,1126 z0ience 275.5298.377 @ ———

» Full Text (HTML)
+ Full Text (PDF)

REPORTS

Kinetic Measurement of the Step Size of DNA Unwinding by Escherichia coliUvrD

Helicase

Manage This Article

» SLbmit an E-Latter Janid A. Ali and Timothy M. Lohman "
» AddtoPersonal Falders The kinetic mechanism by which the DMNA repair helicase UwD of Escherichia coli unwinds duplex DMNA was
' D'I'W"'lﬂagjtjiic'ﬁaﬁﬂn examined with the use of a series of olinodeoxvnucleotides with dunlex regions ranging from 10 to 40 base nairs.

War &5, Francine, MP. and Ochman, H. (1997) Strand asymmetries in DNA evolution Trends Genet., 13,
240-245] CrozsEef][IST][Medline] .

DA
B 66, Frank, & C. and Lobry, TE. {1999 Asymmetric substitution patterns: a review of possible underlying mutational
antc or selective mechanisms Gene, 238, 6577 CrossEef|[IST][Medline] .
EVE
&7 Beletsku, & | Grigoniev, & Joyce, 3., Bhagwat, 4 2 (2000) Mutations induced by bacteriophage T7 EITA
;Z;; polymerase and thewr effects on the compostion of the T7 genome S Mal, Bicl, 300,
L

10571085 CrossEef|[TET][ Medline] .

&8 Stmdier, FW. (1973) Gene 0.3 of bacteriophage T7 actz to owercome the DA restriction system of the host 7.
Mol Bioi, 94, 283-295[CrossEef|[I5T][Iedline] .




&&@ O ﬁ; m http: ffvmana, nature. comfnature/journalivaop/ncurrentfindes:, hitml

Journal home
Advance online
publication

L About AQP

Current issue
Archive

Supplements
Web focuses
Multimedia

About the journal

For authors and
referees

;__:__FOnIing _
submission

Reprints
Conferences
Help

Aszia gateway
German gateway
Qmics gateway

NPG Journals

by Subject
Area

Chernistry
Chemistry
Drug discovery
Biotechnology

Chindcal Practice &
Research

Cancer
Cardiovascular
medicine
Dentistry
Endocrinology -
NEWY
Gastroenterology
2 Hepatoloagy

Journal home > Advance online publication > Table of contents

Advance online publication

The latest research papers brought to you ahead of print
publication by ffature AOP. Advance online publication
papers are listed below and grouped by their publication
date online.

About advance online publication

24 May 2006

Distribution and three-dimensional structure of
AIDS virus envelope spikes

Ping Zhu, Jun Liu, Julian Bess, Ir, Elena Chertova, Jeffrey
D. Lifson, Henry Grise, Gilad A. Ofek, Kenneth A. Taylor
and Kenneth H. Roux

doii10.1038/Nature0dsl7 < m—

Abstract | Full Text | POF (1,874 | Supplementary information

21 May 2006

Molecular basis for site-specific read-out of histone

H3K4me3 by the BPTF PHD finger of NURF

Haitac Li, Serge Ilin, Wooikoon Wang, Elizabeth M.
Duncan, Joanna Wysocka, C. David Allis and Dinshaw J.
Patel

doii10,1038/nature04802
First paragraph | Full Text | PDF {1,922K) | Supplementary information

Molecular mechanism of histone H3K4me3
recognition by plant homeodomain of ING2

Pedro V. Pena, Foteini Davrazou, Xiaobing Shi, Kay L.
Walter, Vladislav V. Verkhusha, Or Gozani, Rui Zhao
and Tatiana G. Kutateladze

doii10.1038/nature04514

First paragraph | Full Text | FOF (1,061K) | Supplementary information

Structural basis for gene regulation by a thiamine
pvrophosphate-sansinda riboswitch

51 issues in
print and online

Subscribe 1o Nature

B Sign up for e-alerts
#F Recommend to your
library

Bl Live newsfeeds

naturejobs

ILL Fellow
Computer Science
Institut Laue-Langevin
Grenoble, France

Dual Masters Degree
in Brain and Mind
Sciences

Molecular Biology
University College London
London, United Kingdom

+ More science jobs

natureproducts

search buyers guide







End Users are clicking!
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Apply CrossRef model

® German National Library of Science and
Technology (TIB)

— May 2002 — ICSU Report “Concept of
Citing Primary Data”

— CODATA support

— Project Website - http://www.std-doi.de/

— TIB now DOI Registration Agency
® Make data available and discoverable
® Make data citeable like articles
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Dataset Description

Karrm, H; Machon, L Donner, 5; (2004): Gas mass spectrometry of gas samples from the KTB

MWain Hole HB1. Scwentfic Driling Database. doir10.1594/GF 2L 5DDB. 1071

[ Download Citation (EndMNote) ]

oo: 10.1554/GFL S00DB. 1071

Gas mass spectrometry of gas samples from the KTE Main Hole HE1

Title:
Ahstract:

Activities:

Datapoints:

Farameter(s):

The main ohjective of this drilling fluid analysis was the detection of inflows of formation fluids.
Therefore different gases dissolved in the drilling mud were measured continuously and
automatically at drill site with three different methods (Fig.: KTB-Report 32-2 page C13). The
operation principles of the mass spectrometer and the gaschromatograph have been E}{plamed by
STROH et al. (1988) and FIGGEMEIER et al. (1991). The principle of radon determination is
published by ERZINGER et al. {1992). In the complete KTE-%E and in in the KTB-HE down to a
depth of 3003 m the gas phase was released and collected by twirl degassers attached in front of
the mud shakers. This open system led to gas losses as well as air contamination. Therefore
results obtained down to this depth have only qualitative character. After casing the KTB-HE to a
depth of 3003 m a bypass system was installed at the BOP (blow-out preventer) 50 cm below the

flovwe line.
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What needs to happen?

® Databases need to assign DOl numbers
to entries

® Databases need to assign standardized
journal-like metadata

® Journals and databases need to
Interlink — they don’t at the moment!
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Conclusion

e Towards truly dynamic linking and a
better online reading environment for

SC
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ars, with
pust linking through journals

pust linking between journals and

databases
— Databases to use DOl numbers and

standard metadata

— Databases to be citeable
® Goal? Researcher nirvana
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