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Cancer Biomedical Informatics Grid™
(caBIG™)

 Common, widely distributed .317 o
infrastructure permits N
research community
to focus on innovation

 Shared vocabulary, data
elements, data models
facilitate information exchange
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» Collection of interoperable applications developed to common
standards

 Raw published cancer research data is available for mining and
integration
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Cancer Biomedical Informatics Grid™
(caBIG™)

e caBIG™ infrastructure

and tools are widely =

applicable outside cancer
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 caBIG™ components may be used by anyone




D
b
-
r—
=
)
c
| —
D
O
-
(qe]
@)
(qo]
-
@)
=
qe]
=

=~ cancer Biomedical
G caBIG™ “intormatics Gria™

caBIG™ principles

Open source

Open access

Open development

Federated
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caBIG™’s Informatics Core

Mol

Signatures O

- Data Elements
- Standards
- Tools

- Architecture
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caBIG™ QOperational Structure

caBIG™

Strategic
Planning
Workspace

Tissue
In Vivo Banks &
Imaging Pathology
- Workspace |  Tools
Workspace

Integrative
Cancer
Research
- Workspace

Training
Workspace
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Data Sharing &
Intellectual
Capital
Workspace

caBIG™ Vocabularies and Common Data Elements Workspace

i caBIG™ Architecture Workspace
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2006 Clinical Trial Tools Development
Activities

« CaAERS
« Patient Study Calendar
 Lab Data Hub

 Making other CTMS systems caBIG compatible
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Labs,

EMR,
Tissue,
etc.

Patient
Health
Record
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Clinical Research IT Infrastructure

Translati Clinical Extern_al

ran ion )

ansiatio Trials Reporting
Service

HL7- : HL7-v3, HL7-v3,

V2.X HL7- Lifecycle Management Janus

v3
other Adverse Events

HL7/

CAM Participant Registry

—

Clinical

”6_1”3' £0C Research
actional

database

SDK

Clinical

Data Mgmt

De-identification Research

Services

Data
Warehouse
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Integrated Cancer Research

* Microarray Repositories

« Data Analysis & Statistics
» Informatics for Proteomics
 Genome Annotation
 Pathways Tools
 Translational Tools

» Population Sciences and Cancer Control
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3 Cancer Array Informatics - Microsoft Internet Explorer

Edit

File: Wiew Favorites  Tools  Help
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Address Iﬂﬂ http:ffcaarray . nei.nib.gow)

=

G RRAY Cancer Array Informatics

NCICB Home Home DevDoc Data Management Data Analysis Support

caAmrray Data Portal

The WCICB's cancer array informatics project, cadrray, consists of a microarray database and microarray data analysis and

visualization tools. Cadrray is an open source project, and the source code and APls are available in the cafrray Informatics page.
The goals of the project are to make microarray data publicly available, and to develop and bring together open source tools to
analyze these data

National Cancer Institute
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ancer Molecular Analysis Project

!

Molecular Profiles Molecular Targets Molecular Targeted Agents

Current Context The CANCER MoLECULAR ANALYSIS PROJECT
Tissue:
All Tissues
Histology Type:
All Types /—\
Histology Subtype: Molecular Profiles Molecular Targets .
All Subtypes : Muolecular signatures of Collections of genes
cancer types (co-occurring organized by pathways
| Change Context | sets of anomalies associated and by ontology .
with specific cancer types). (functional classification)
Find the signatures of a permitting aggregate
specific cancer type or find evaluation of anomalies
About CWAR the cancer type that most ({owerexpression, underexpression,
closely matches a particular mutation).
signature.
Quick Links:
Trials Molecular Targeted Agents —_
« NMCI Home Information on cancer Agents (drugs and
clinical trials evaluating other inferventions)
* M molecular targeted agents, targeted to specific
= organized by therapeutic profiles, molecular
agent and by cancer type. anomalies, pathways,
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{?ﬁ#ﬁ National Cancer Institute

5. CGEMS

Cancer Genetlc Markers of Susceptibility

S

Welcome | Browse Data | Bulk Data Download
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This is the home page of the Cancer Genetic Markers of Susceptibility
[CGEEMS) data access. The following links provide information on the
project and background, The CGEMS study design uses cases and
controls drawn from well designed epidemiological studies of prostate
and breast cancer. DNA from these subjects is being used to generate
genotypes to perform a Genome-Yide Association Study (GYWAS) an
over 500,000 genetic variants to determine their role in cancer
susceptibility.

C

CGEMS Data Portal Version 1.0

CGEMS Prostate Scan Phase 1

A GWAS has been conducted in a large, national study in the U.S.A,,
the Prostate, Luna, Colorectal, and Ovary study (PLCOY, The analysi

U.5. National Institutes of Health | www.cancer.gov

OrFFicE OF Division of Cancer

CanNcER Epidemiology
Genomics  and Genetics
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| Browse Data || Bulk Data Download |

For more information on:

e About CGEMS Study
e How to use the CGEMS data porta
e Register to access raw data

Click the question rmark icon for
context sensitive help throughout the
application.

CGEMS updates:
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